Supplementary Tables
, Single vesicle-vesicle docking assay with t-SNARE-vesicles and v-SANRE/Syt1-vesicles.
Supplementary Table S2 , Numbers of content mixing events using the small content indicator, sulforhodamine B in the absence and presence of Ca 2+ .
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Supplementary Figures
Supplementary Figure S1 . The CD spectra for wild-type Syt1 (red) and Syt1 Y311N (blue)
show no major changes of the secondary structure by the Tyr to Asn mutation at position 311. SDS-page analysis of the GST pull-down assay between the ternary SNARE complex and Syt1.
(E) Normalized binding abilities of Syt1 and its mutants to the ternary t-SNARE complex. The experiments were repeated two times independently and samples from each trial are analyzed twice by SDS-page. Image acquisition and band analysis were performed using the ChemiDOC system (Bio-Rad). Results shown represent the mean ± S.D. We note that error bars for EEE and QQQ in the presence of BSA is large, which may be due to the smearing of BSA bands. 
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